
Gene RefSeq Accession Number Exons

ANK1 NM_000037.3
5’-UTR (g.41655140–41655057),  

Exons 1–43, Intron 41

EPB41 NM_001166005.1
Exons 1–20, ex21 (g.29443331–29444628, 

g.29444908–29446558)

EPB42 NM_000119.2 Exons 1–13

GYPC NM_002101.4 Exons 1–4

HBB NM_000518.4
HBB promoter (g.5248540–5248302),  

5’-UTR (g.5248301–5248252) Exons 1–3,  
Introns 1–2, 3’-UTR (g.5246827–5246696)

HBD NM_000519.3
5’-UTR (g.5255858–5255664), Exons 1–3,  
Introns 1–2, 3’-UTR (g.5254193–5254059)

PIEZO1 NM_001142864.3 Exons 2–51, Intron 14

RHAG NM_000324.2 Exons 1–10

SLC2A1 NM_006516.2 5'-UTR (g.43424847–43424323), Exons 1–10

SLC4A1 NM_000342.3
5'-UTR (g.42340302–42340235),  

Exons 1–20, Intron 2

SPTA1 NM_003126.2 Exons 1–52, Intron 30 (g.158613580–158613216)

SPTB NM_001355436.1 Exons 1–35

STOM NM_004099.5 Exons 1–7

UGT1A1 NM_000463.2
UGT1A1 promoter (g.234668860–234668918),  

Exons 1–5

Reference transcript numbers may have been updated due to database re-versioning. Refer to the patient report for the most updated gene 
transcript information.
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